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Sequences producing significant alignments: 


Score 
(bits) 


E 

Value 


qi 


44 688511 emb| CAB38230. 1 | 


surface protein [Hepatitis B virus] 


334 


9e- 


91 


qi 


19224215 |qb| AAL8 6446.1 | 


large S protein [Hepatitis B virus] 


328 


4e- 


89 


qi 


4105968 6 | qb | AAR99337 . 1 | 


Pre-S/S protein [Hepatitis B virus] 


328 


7e- 


89 


qi 


560058 |dbi |BAA04 908.1| 


HBV surface proteins [Hepatitis B. . . 


327 


8e- 


89 


gi 


6692560 | qb I AAF2 4728 . 1 1 


large S protein [Hepatitis B virus] 


327 


9e- 


89 


qi 


30 026342 | qb | AAP06551 . 1 | 


large S protein [Hepatitis B virus] 


327 


le- 


88 


qi 


6566411 |dbi | BAA8 827 6.il 


L protein [Hepatitis B virus] 


327 


le- 


88 


qi 


6692519 | qb | AAF24 687 . 1 | 


large S protein [Hepatitis B viru. . . 


327 


le- 


88 


qi 


32 346286 1 qb|AA04 1318. 1| 


preSl/preS2 surface protein [Hep. . . 


327 


le- 


88 


qi 


38147 025 |qb| AAP4448 0.il 


large S protein [Hepatitis B virus] 


327 


le- 


88 


qi 


32 3462 55 | gb | AA0412 95 . 1 | 


preSl/preS2 surface protein [Hep. . . 


327 


le- 


88 


qi 


6006337 |dbj |BAA8 4830.1| 


envelope protein [Hepatitis B vi . . . 


327 


2e- 


88 


qi 


3002 6443 | qb | AAP06638 . 1 | 


large S protein [Hepatitis B virus] 


327 


2e- 


88 


qi 


13597 03 | emb | CAA66445. 1 | 


pre-Sl protein [Hepatitis B viru. . . 


327 


2e- 


88 


qi 


6063451 |dbi | BAA85344.1| 


preSl/pres2/S envelope [Hepatiti... 


326 


2e- 


88 


qi 


272 61547 |qb| AAN8 5922.1 | 


surface antigen [Hepatitis B vir. . . 


326 


2e- 


88 


qi 


6692526 I qb| AAF2 4694. 1 | 


large S protein [Hepatitis B virus] 


326 


2e- 


88 


qi 


9454413 | gb|AAF87796. 1 | 


large envelope coat protein [Hepa. . . 


326 


3e- 


88 


gi 


560068 |dbi |BAA04916.1| 


HBV surface proteins [Hepatitis B. . . 


326 


3c- 


88 


qi 


30983615 |qb|AAP40742.1 | 


large S protein [Hepatitis B virus] 


325 


3e- 


88 


qi 


6692554 |qb [ AAF2 4722. 1 | 


large S protein [Hepatitis B virus] 


325 


4e- 


88 


qi 


138796 | sp | P17399 |VMSA HPBVO MAJOR SURFACE ANTIGEN PRECUR... 


325 


4e- 


88 


qi 


30983650 | qb | AAP40772 . 1 | 


large S protein [Hepatitis B virus] 


325 


5e- 


88 
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3328 498 6 I dbj | BAC8021Q . 1 1 large surface protein [Hepatiti . . 
1387941 sp | PI 73981 VMSA HPBVJ MAJOR SURFACE ANTIGEN. PRECUR.. 
6573294 | dbj I BAA88292 . 1 1 L protein [Hepatitis B virus] 
560063 | db j | BAA04912 . 1 | HBV surface proteins [Hepatitis B. . 
6692567 | qb IAAF24735.il large S protein [Hepatitis B virus] 
3002 638 5 | qb | AAP0658 8 . 1 | large S protein [Hepatitis B virus 



3234627 4 | qb | AAQ41309 . 1 | preSl/preS2 surface protein [Hep.. 

18031712 | qb | AAL56629 . 1 | surface protein HBsAg [Hepatitis.. 

3002 643 61 qb | AAP06632 . 1 | large S protein [Hepatitis B virus 

3234627 0 | qb | AA0413Q6.il preSl/preS2 surface protein [Hep.. 

3098 3660 | qb | AAP407 8 1 . 1 | large S protein [Hepatitis B virus 

6692547 | qb | AAF24715 . 1 | large S protein [Hepatitis B virus] 

6566429 | dbj | BAA8 82 82.1| M protein [Hepatitis B virus] 

945447 4 | qb | AAF87 834 . 1 | preSl/preS2 /S envelope protein [H. . . 

6063446 1 dbj j BAA85340 . 1 1 preSl/preS2/S envelope [Hepatiti... 

193487 0 | emb | CAA667 00. 1 | preSl [Hepatitis B virus] 

3002 632 9 | qb | AAP06540 . 1 | large S protein [Hepatitis B virus] 

3551298 | dbj | BAA32856. 1 | envelope protein [Hepatitis B vi . . . 

2 627 022 | dbj | BAA234 68 . 1 [ large surface protein [Hepatitis... 

18252562 | qb | AAL6632 8 . 1 | HBsAg [Hepatitis B virus] 

32346298 | qb | AAQ41327 . 1 | preSl/preS2 surface protein [Hep... 

6566441 Idbj 1BAA88287 . 1 | L protein [Hepatitis B virus] 

6006342 | dbj | BAA84834 . 1 | envelope protein [Hepatitis B vi . . 

180317161 qb | AAL56631 . 1 | surface protein HBsAg [Hepatitis.. 

3234 6302 | qb | AAO41330 . 1 | preSl/preS2 surface protein [Hep.. 
138793|sp|Pl7397|VMSA HPBVI MAJOR SURFACE ANTIGEN PRECUR.. 

32346306 | qb | AAQ41333. 1| preSl/preS2 surface protein [Hep.. 

3002 6315 | qb| AAP06528 . 1 | large S protein [Hepatitis B virus 

3002 6362 | qb | AAP06568 . 1 | large S protein [Hepatitis B virus 



27923031 | dbj |BAC55957.1| 



32346290 1 qb|AAQ41321. 1| preSl/preS2 surface protein [Hep.. 

large surface protein [Hepatiti.. 
surface antigen [Hepatitis B virus] 
middle S protein [Hepatitis B vi . . 
middle S protein [Hepatitis B vir. . 
middle S protein [Hepatitis B vir. . 



32962 9 | qb|AAA45482. 1 1 
4105968 8 | qb| AAR99339. 1 | 



6692 561 | qb IAAF2472 9. 1 | 



6692 52 0 | qb | AAF2 468 8 . 1 | 



6566412 | dbj | BAA88277 . 1 | 



41152702 | dbj |BAD0823 0.1| 



2627 016 | dbj | B7\A234 62 . 1 1 



30983651 | qb | AAP40773. 1| 



309836161 qblAAP40743. 1| 



3233058 8 | qb | AAP79818.il 



13597 04 | emb | CAA66446 . 1 1 



1359696 | emb | CAA66435 . 1 | 



6692527|qb|AAF24695.1| 



6692 555 | qb | AAF24723 . 1 | 



669257 3 | qb[AAF247 41. 1| 



6573295 | dbj | BAA8 82 93.1| 



3002 6444 |qb| AAP06639. 1| 



323304 92 | qb | AAP79734. 1| 



3233058 0 | qb | AAP79811 . 1 | 



32330540 | qb | AAP797 76 . 1 | 



3233054 8 | qb| AAP7 9783 . 1 1 



407 94758 | qbj AAR90941 . 1| 



30026437 | qb | AAP06633 . 1 | 



3233047 61 qb | AAP7 9720. 1 | 



32 3304 68 | gb | AAP7 9713 . 1 1 



6692568 | qb | AAF2 47 36 . 1 1 



3002 638 61 qb|AAP06589. 1| 



30983661 [qb|AAP40782. 1| 



669254 8 | qb IAAF24716.1I 



M protein [Hepatitis B virus] >g. . 

large surface protein [Hepatiti.. 
large surface protein [Hepatitis., 
middle S protein [Hepatitis B vi.. 
middle S protein [Hepatitis B vi . . 
large S protein [Hepatitis B virus 
pre-S2 protein [Hepatitis B virus] 
pre-Sl protein [Hepatitis B virus] 
middle S protein [Hepatitis B virus] 
middle S protein [Hepatitis B virus] 
large S protein [Hepatitis B virus] 
M protein [Hepatitis B virus] 
middle S protein [Hepatitis B vi . . . 
large S protein [Hepatitis B virus] 
large S protein [Hepatitis B virus] 
large S protein [Hepatitis B virus] 
large S protein [Hepatitis B virus] 
middle surface protein [Hepatiti... 
middle S protein [Hepatitis B vi . . . 
large S protein [Hepatitis B virus] 
large S protein [Hepatitis B virus] 
middle S protein [Hepatitis B virus] 
middle S protein [Hepatitis B vi . . . 
middle S protein [Hepatitis B vi . . . 
middle S protein [Hepatitis B virus] 
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qi I 3 002 6330 | gb | AAP06541 . 1 1 


middle S protein [Hepatitis B vi . . . 


310 


2e- 


83 


qi | 6566442 | dbj | BAA88288 . 1 | 


M protein [Hepatitis B virus] 


308 


5e- 


83 


qi | 2627023 | dbj | BAA23469.il 


middle surface protein [Hepatiti... 


308 


5e- 


83 


qi | 30026363 |qb IAAP06569.1I 


middle S protein [Hepatitis B vi . . . 


o r\ tz 


ze - 


82 


qi | 27 923032 f dbj |BAC55958. 1 | 


middle surface protein [Hepatit. . . 


306 


3c- 


82 


qi I 381985661 emb ICAE54066. 1 1 


S protein [Hepatitis B virus] >... 


o n a 


±e— 


o 1 


qi I 484565 ! pir M JQ2057 surface antigen - hepatitis B virus (... 


303 


2e- 


81 


qi | 212 8 0300 |dbi (BAB96799. 1 1 


surface antigen [Hepatitis B vi . . . 


303 


2e- 


81 


qi | 22335675 |dbj I BAC10544. 1 1 


middle-S protein [Hepatitis B v. . . 


303 


2e- 


81 


qi| 38198578 1 emb ICAE54072.1I 


S protein [Hepatitis B virus] 


303 


2e- 


81 


qi | 2 9124900 I qb|AA06352 8. 1| 


envelope protein [Hepatitis B vi . . . 


303 


2e- 


81 


qi| 381985761 emb ICAE54071.il 


S protein [Hepatitis B virus] 


303 


2e- 


81 


qi | 32330497 |qb|AAP7 9739. 1| 


middle S protein [Hepatitis B vi . . . 


302 


3e- 


81 


qi| 65664061 dbj | BAA88271.il 


S protein [Hepatitis B virus] >g . . . 


302 


3e- 


81 


qi | 22335672 | dbj |BAC10543. 1 | 


middle-S protein [Hepatitis B v. . . 


302 


3e- 


81 


qi I 5668711 1 dbj |BAA82 646. 1| 


surface antigen [Hepatitis B virus] 


302 


3c- 


81 


qi | 29124924 | qb | AA063543 . 1 1 


envelope protein [Hepatitis B vi . . . 


302 


4e- 


81 



Alignments 



□ > qi | 44 68 851 1 emb | CAB38230 . 1 1 surface protein [Hepatitis B virus] 
Length = 445 

Score = 334 bits (856), Expect = 9e-91 

Identities = 183/226 (80%) f Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 220 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 279 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 280 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 339 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMF SCCCTKPTDGWCTCIPIPSSWAFT^YLWEWASVRFSWLSLLVPFV 
Sbjct: 340 CKTCTTPAQGTSMFTSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 399 

Query: 181 QWFVGLSPTVWLSVIWiynyiWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 400 QWFVGLSPTVWLSVIWNMWYWGPSLYNILSPFMPLLPIFFCLWVYI 445 



□ > qi | 19224215 | qb | AAL86446. 1 1 large S protein [Hepatitis B virus] 
Length = 400 

Score = 328 bits (842), Expect = 4e-89 

Identities = 185/226 (81%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 
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Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 



Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 22 6 

QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi | 41059686 | qb 1 AAR99337 . 1 1 Pre-S/S protein [Hepatitis B virus] 
Length = 400 

Score = 328 bits (840), Expect = 7e-89 

Identities— 185/226 (81%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi | 560058 | dbj IBAA0490 8 . 1 1 HBV surface proteins [Hepatitis B virus] 
Length = 400 

Score = 327 bits (839), Expect = 8e-89 

Identities = 184/226 (81%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFII FLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPI PSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKICTTPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWYWGPSLYNILSPFMPLLPIFFCLWVYI 400 
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□ > qi | 6692560 j qb | AAF2 472 8 . 1 1 large S protein [Hepatitis B virus] 
Length = 400 



Score = 327 bits (839), Expect = 9e-89 

Identities = 185/226 (81%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 



Sbjct: 235 SPTCCPPICPGYRWMCLRRFI I FLCILLLCLI FLLVLLDYQGMLPVCPLI PGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLS PTVWLSVIWMMWFWGPSLYNILS PFMPLLPI FFCLWVY I 226 

QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVY I 
Sbjct: 355 QWFVGLS PTVWLSVIWMMWFWGPSLYNILS PFMPLLPI FFCLWVY I 400 



□ > gi | 30026342 | gb | AAP06551 . 1 1 large S protein [Hepatitis B virus] 
Length = 400 

Score = 327 bits (839), Expect = le-88 

Identities = 184/226 (81%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGGT PVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 



Sbjct: 235 SPTCCPPICPGYRWMCLRRFI I FLCILLLCLI FLLVLLDYQGMLPVCPLI PGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLS PTVWLSVIWMMWFWGPSLYNILS PFMPLLPI FFCLWVY I 226 

QWFVGLS PTVWLSVIWMMW+WGPSLYNI LS PFMPLLPI FFCLWVY I 
Sbjct: 355 QWFVGLS PTVWLSVIWMMWYWGPSLYNILS PFMPLLPI FFCLWVY I 400 



□ > gi | 6566411 1 dbj | BAA88276 . 1 1 L protein [Hepatitis B virus] 
Length = 400 

Score = 327 bits (839), Expect = le-88 

Identities = 184/226 (81%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 
MENIASGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 



SPTCCPPICPGYRWM 



DYQGMLPVCPLI 



SPTCCPPICPGYRWM 



DYQGMLPVCPLI 
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Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 2 95 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWYWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi | 6692519 | qb | AAF24687 . 1 1 large S protein [Hepatitis B virus] 
qi | 6692533 | qb | AAF2 4701 . 1 j large S protein [Hepatitis B virus] 
qi | 6692 540 | gb | AAF247 08. 1 | large S protein [Hepatitis B virus] 
Length = 400 

Score = 327 bits (839), Expect = le-88 

Identities = 185/226 (81%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKI LTI PQS LDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Que ry : 6 1 S PTCCPPI CPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 S PTCCPPI CPGYRWMCLRRFI I FLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 2 94 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPI FFCLWVYI 400 



□ > gi | 3234628 6 | qb | AAQ41318 . 1 1 preSl/preS2 surface protein [Hepatitis B virus] 
Length = 400 

Score = 327 bits (839), Expect = le-88 

Identities = 185/226 (81%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKI LTI PQS LDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKI LTI PQS LDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 S PTCCPPI CPGYRWMCLRRFI I FLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 354 



http://www.ncbi.nlm.nih.gov/BLAST/Blastxgi 
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Query: 181 QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVY I 226 

QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWY I 
Sbjct: 355 QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVY I 400 



□ > qi | 38147025 | qb | AAP44480 . 1 1 large S protein [Hepatitis B virus] 
Length = 400 

Score = 327 bits (839), Expect = le-88 

Identities = 185/226 (81%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENI ASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTS LNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGGT PVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFI IFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 18 0 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVY I 226 

QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVY I 
Sbjct: 355 QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVY I 400 



□ > qi | 32346255 | qb \ AAQ412 95 . 1 1 preSl/preS2 surface protein [Hepatitis B virus] 
Length = 400 

Score = 327 bits (838), Expect = le-88 

Identities = 184/226 (81%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTS LNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFI IFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVY I 226 

QWFVGLS PTVWLSVIWMMW+WGPS LYNI LS PFMPLLPI FFCLWVY I 
Sbjct: 355 QWFVGLS PTVWLSVIWMMWYWGPS LYNI LS PFMPLLPI FFCLWVYI 400 



□ > qi | 6006337 | dbj | BAA84830. 1 1 envelope protein [Hepatitis B virus] 
Length = 380 

Score = 327 bits (837), Expect = 2e-88 
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Identities = 183/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASG LGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 155 MENIASGFLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 214 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 215 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 274 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 275 CRTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 334 

Query: 181 QWFVGLS PTWLSVIWMMWFWGPS LYNI LSPFMPLLPI FFCLWVY I 226 

QWFVGLS PTWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 335 QWFVGLS PTVWLSVIWMMWYWGPS LYNI LSP FMPLLPI FFCLWVY I 380 



□ > qi | 3002 6443 1 qb |AAP06638 . 1 1 large S protein [Hepatitis B virus] 
Length = 400 

Score = 327 bits (837), Expect = 2e-88 

Identities = 183/226 (80%), Positives = 185/226 (81%) 



Query: 


1 


MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 


60 






MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSL+FLGG VCLGQNSQSQISSH 




Sbjct: 


175 


MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLSFLGGTPVCLGQNSQSQISSH 


234 


Query: 


61 


SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 


120 






SPTCCPPICPGYRWM DYQGMLPVCPLI 




Sbjct: 


235 


SPTCCPPICPGYRWMYLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 


294 


Query: 


121 


XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 


180 






PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 




Sbjct: 


295 


CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 


354 


Query: 


181 


QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS P FMPLLPI FFCLWVY I 226 








QWFVGLS PTVWLSVIWMMW+WGPS LYNI LS P FMPLLPI FFCLWVY I 




Sbjct: 


355 


QWFVGLS PTVWLSVIWMMWYWGPS LYNI LS PFMPLLPI FFCLWVY I 4 00 





□ > qi | 13597 03 | emb | CAA66445 . 1 | pre-Sl protein [Hepatitis B virus] 
qi|9454479|gb | AAF87 838 . 1 1 preSl/preS2/S envelope protein [Hepatitis B virus] 
Length = 400 

Score = 327 bits (837), Expect = 2e-88 

Identities = 184/226 (81%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MEN I SGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENITSGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 
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Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCI PIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWM^WFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTWLSVIWMVtWFWGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi | 6063451 1 dbj | BAA85344 . 1 1 preSl/pres2/S envelope [Hepatitis B virus] 
Length = 400 

Score = 326 bits (836), Expect = 2e-88 

Identities = 184/226 (81%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQI SSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTS + FPSCCCTKPTDGNCTCI PIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSLFPSCCCTKPTDGNCTCI PIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi I 27261547 j qb | AAN85922 . 1 1 surface antigen [Hepatitis B virus] 
qi I 272 61587 | gb| AAM85929. 1 1 surface antigen [Hepatitis B virus] 
Length = 400 

Score = 326 bits (836), Expect = 2e-88 

Identities = 182/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENI7VSGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPP CPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPTCPGYRWMYLRRFI I FLCILLLCLI FLLVLLDYQGMLPVCPLI PGSSTTSTGT 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCI PIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCI PIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCI PIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMW+WGPSLYNIL+PFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWYWGPSLYNILNPFMPLLPIFFCLWVYI 400 
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□ > qi | 6692526 1 qb | AAF24694 . 1 1 large S protein [Hepatitis B virus] 
Length = 400 

Score = 326 bits (836), Expect = 2e-88 

Identities = 184/226 (81%), Positives - 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGT PVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFI IFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 18 0 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPF+PLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFIPLLPIFFCLWVYI 400 



□ > qi | 9454413 | qb | AAF8 7796. 1 1 large envelope coat protein [Hepatitis B virus] 
qi | 98 85812 | qb | AAG01538 . 1 | large envelope protein [Hepatitis B virus] 
Length = 400 

Score = 326 bits (835), Expect = 3e-88 

Identities = 183/226 (80%), Positives - 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENI AS GLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENI ASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFI I FLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PA GTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAHGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPI FFCLWVY I 226 

QWFVGLS PTVWLS VIWMMW+WGPS LYNI LS PFMPLL P I FFCLWVY I 
Sbjct: 355 QWFVGLS PTVWLS VI WMMWYWGPS LYNI LSPFMPLLPI FFCLWVY I 400 



□ > qi | 560068 | dbj | BAA04916. 1 | HBV surface proteins [Hepatitis B virus] 
Length = 400 

Score = 326 bits (835), Expect = 3e-88 

Identities = 183/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFF LTKILTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENI ASGLLGPLLVLQAGFFSLTKI LTI PQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 
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- <-> - 



Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFII FLCILLLCLIFLLVLLDYQGMLPVCPLI PGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWYWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi| 30983615 | qb | AAP40742. 1| large S protein [Hepatitis B virus] 
Length = 400 

Score = 325 bits (834), Expect = 3e-88 

Identities = 183/226 (80%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM , DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMYLRRFI I FLCILLLCLI FLLVLLDYQGML PVCPLI PGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAK+LWEWASVRFSWLSLLVPFV 
Sbjct: 2 95 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCI PIPSSWAFAKFLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWM+WFWGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTWLSVIWMIWFWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi | 6692554 [ gbj AAF24722 . 1 1 large S protein [Hepatitis B virus] 
Length = 400 

Score = 325 bits (833), Expect = 4e-88 

Identities = 183/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENI+SGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENISSGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGT PVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLI PGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLS LVPFV 
Sbjct: 295 CKTCTAPAQGTSMFPSCCCTKPTDGNCTCI PIPSSWAFAKYLWEWASVRFSWLSSLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 400 
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□ > qi I 1387961 spl P17399 I VMSA HPBVO MAJOR SURFACE ANTIGEN PRECURSOR 

qi | 73571 1 pir I I SAVLJ2 large surface antigen - hepatitis B virus (subtype adw, stra 
Okinawa/pODW282) 
Length - 38 9 

Score = 325 bits (833), Expect = 4e-88 

Identities - 184/226 (81%), Positives - 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 164 MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 223 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 224 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 283 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 18 0 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 284 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 343 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWM+WFWGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 344 QWFVGLSPTWLSVIWMIWFWGPSLYNILSPFMPLLPIFFCLWVYI 389 



□ > qi | 30983650 | qb | AAP40772.il large S protein [Hepatitis B virus] 
Length = 400 

Score = 325 bits (833), Expect = 5e-88 

Identities = 183/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKI LT I PQSLDSWWTS LNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGT PVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAK+LWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCI PIPSSWAFAKFLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLW YI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWAYI 400 



□ > qi | 33284 986 jdbj |BAC8 0210. 1 | large surface protein [Hepatitis B virus] 
Length = 400 

Score = 325 bits (832), Expect = 5e-88 

Identities = 183/226 (80%), Positives = 184/226 (81%) 
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Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG CLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGT PXCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 18 0 

PAQGTSMFPSCCCTKPTDGNCTCI PIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CRTCTTPAQGTSMFPSCCCTKPTDGNCTCI PIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTWLSVIWMMWYWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi | 138794 | sp | P17398 | VMSA HPBVJ MAJOR SURFACE ANTIGEN PRECURSOR 

qi | 73570 |pir | | SAVLJ1 large surface antigen - hepatitis B virus (subtype adw, stra 
Japan/pJDW233) 
Length = 389 

Score = 325 bits (832), Expect = 7e-88 

Identities = 183/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 164 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGT PVCLGQNSQSQISSH 223 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 224 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLI PGSSTTSTGP 283 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCI PIPSSWAFAKYLWEWASVRFSWLSLLVPFV 18 0 

PAQGTSMFPSCCCTKP DGNCTCI PIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 2 84 CKTCTTPAQGTSMFPSCCCTKPMDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 343 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 344 QWFVGLSPTVWLSVIWMMWYWGPSLYNILSPFMPLLPIFFCLWVYI 389 



□ > qi | 6573294 | dbj |BAA88292 . 1 1 L protein [Hepatitis B virus] 
Length = 400 

Score = 324 bits (830), Expect = 9e-88 

Identities - 182/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFF LTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFSLTKILTIPQSLDSWWTSLNFLGGT PVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 S PTCCPPICPGYRWMCLRRFI I FLC I LLLCLIFLLVLLDYQGMLPVCPLI PGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 180 
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PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAK+LWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKFLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTWLSVIWMMWYWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi | 560063 | dbj | BAA04912 . 1 1 HBV surface proteins [Hepatitis B virus] 
Length = 400 

Score = 324 bits (830), Expect = le-87 

Identities = 182/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFF LTKILTI PQSLDSWWTSL+FLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFSLTKILTIPQSLDSWWTSLSFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLI PGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAF7U<YLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWMMV7FWGPSLYNILSPFMPLLPIFFCLWVYI 22 6 

QWFVGLSPTWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWYWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qij 6692567 | qb | AAF24735 . 1 1 large S protein [Hepatitis B virus] 
Length = 400 

Score = 324 bits (830), Expect = le-87 

Identities = 183/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIAS LLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASRLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPL-t- 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFII FLCILLLCLIFLLVLLDYQGMLPVCPLLPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKY LWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi 1 3002 6385 | qb | AAP06588 . 1 1 large S protein [Hepatitis B virus] 
Length = 400 
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Score - 323 bits (829), Expect = le-87 

Identities = 182/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFF LTKILTIPQSLDSWWTSL+FLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFSLTKILTIPQSLDSWWTSLSFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMYLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPF+PLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFIPLLPIFFCLWVYI 400 



□ > qi | 32346274 | qb I AAO41309 . 1 | preSl/preS2 surface protein [Hepatitis B virus] 
Length = 400 

Score = 323 bits (829), Expect = le-87 

Identities = 183/226 (80%), Positives = 184/226 (81%) 

Query : 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFF LTKILTIPQSLDSWWTSLNFLG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFSLTKILTIPQSLDSWWTSLNFLGXTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 S PTCCPPI CPGYRWMCLRRFI I FLCILLLCLI FLLVLLDYQGMLPVCPLI PGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTXPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWYWGPSLYNILSPFMPLLPI FFCLWVYI 400 



□ > qi 1 18031712 | qb | AAL56629 . 1 [ surface protein HBsAg [Hepatitis B virus] 
Length = 400 

Score = 323 bits (829), Expect = le-87 

Identities = 182/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKI LT I PQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 S PTCCPPI CPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 S PTCCPPI CPGYRWMCLRRFI I FLCILLLCLI FLLVLLDYQGMLPVCPLI PGSSTTSTGP 294 
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Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKP DGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CRTCTTPAQGTSMFPSCCCTKPMDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLS PTVWLSVIWMMWFWGPSLYNILSPFMPLLPI FFCLWVYI 226 

QWFVGLS PT VWLSVIWM+W+WGPSLYNI LS PFMPLLPI FFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMIWYWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi | 30026436 [ qb I AAP06632 . 1 1 large S protein [Hepatitis B virus] 
Length = 400 

Score = 323 bits (828), Expect = 2e-87 

Identities = 181/226 (80%), Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAK+LWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKFLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTWLSVIWMMW+WGPSLYNILSPF+PLLPIFFCLWVY + 
Sbjct: 355 QWFVGLSPTWLSVIWMMWYWGPSLYNILSPFIPLLPIFFCLWVYV 400 



□ > qi | 3234627 0 [ qb | AAO413 06. 1 1 preSl/preS2 surface protein [Hepatitis B virus] 
Length = 400 

Score = 323 bits (828), Expect = 2e-87 

Identities = 182/226 (80%), Positives = 183/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFF LTKILTIPQSLDSWWTSLNFLG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFSLTKILTIPQSLDSWWTSLNFLGETPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLS PTVWLSVIWMMWFWGPSLYNILS PFMPLLPI FFCLWVYI 226 

QWFVGLSPTVWLSVIWMMWFWGPSLYNIL+PFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLS PTVWLSVIWMMWFWGPSLYNILT PFMPLLPI FFCLWVYI 4 00 
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□ > qi | 30983660 | qb| AAP40781 . 1 | large S protein [Hepatitis B virus] 
Length = 400 

Score = 323 bits (827), Expect = 2e-87 

Identities = 182/226 (80%), Positives - 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGML PVCPLI 

Sbjct: 235 SPTCCPPICPGYRWMCLRRFII FLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAK+LWEWASVRFSWLSLLVPFV 
Sbjct: 2 95 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKFLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLS PTV^SVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVYI 226 

QWFVGLSPTVWLSVI MMWFWGPSLYNILSPF+PLLPI FFCLWVYI 
Sbjct: 355 QWFVGLS PTVWLSVISMMWFWGPSLYNILSPFIPLLPI FFCLWVYI 400 



□ > qi | 6692547 | qb | AAF24715 . 1 1 large S protein [Hepatitis B virus] 
Length = 400 

Score = 323 bits (827), Expect = 3e-87 

Identities = 183/226 (80%) , Positives = 185/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENI+SGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSL+FLGG VCLGQNSQSQISSH 
Sbjct: 175 MENISSGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLSFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAF K Y LWE WAS VR FS WLS LLV P FV 
Sbjct: 295 CKTCTXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFXKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVY I 226 

QWFVGLS PTVWLSVIWMMWFWGPSLYNI LS PFMPLLPI FFCLWVYI 
Sbjct: 355 QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVYI 400 



□ > qi| 656642 9 | dbj | BAA8 8282.il M protein [Hepatitis B virus] 
Length = 400 

Score = 322 bits (826), Expect = 3e-87 

Identities - 182/226 (80%), Positives = 183/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKI LTI PQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFF LTKI LTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFSLTKILTIPQSLDSWWTSLNFLGGT PVCLGQNSQSQISSH 234 

Que r y : 6 1 S PTCCP PI CPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 
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SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIF CLWVY + 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFLCLWVYM 400 



□ > qi | 945447 4 | qb| AAF87834. 1 1 preSl/preS2/S envelope protein [Hepatitis B virus] 
Length = 400 

Score = 322 bits (826), Expect = 3e-87 

Identities = 182/226 (80%)/ Positives = 183/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGETPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFII FLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAK+LWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKFLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLW YI 
Sbjct: 355 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWAYI 400 



□ > qi j 606344 6 | dbj | BAA85340. 1 | preSl/preS2/S envelope [Hepatitis B virus] 
Length = 400 

Score = 322 bits (826), Expect = 3e-87 

Identities = 182/226 (80%), Positives = 182/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENI AS GLLGPLLVLQAGF F LTKILTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFSLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 18 0 

PAQGTSMFPSCCC KPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCIKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 22 6 

QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLW YI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWAYI 400 
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□ > qi | 1934 87 0 | emb | CAA66700. 1 ] preSl [Hepatitis B virus] 
Length = 400 

Score = 322 bits (825), Expect = 4e-87 

Identities = 182/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

ME+IASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MESIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGT PVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPP CPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPTCPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 18 0 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 2 95 CKT CTAPAQGTSMF PS CCCTKPTDGNCTCI PI PS SWAFAKY LWEWAS VR FSWLS LLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 22 6 

QWFVGLSPTWLSVIWMMWFWGPSLYNILSPF+PLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFIPLLPIFFCLWVYI 400 



□ > qi | 30026329 | gb | AAP0654Q . 1 1 large S protein [Hepatitis B virus] 
Length =4 00 

Score = 322 bits (824), Expect = 5e-87 

Identities = 182/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQIS+H 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISNH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPL+ 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLWVLLDYQGMLPVCPLLPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 18 0 

PAQGTSMFPSCCCTKPTDGN TC I PI PS S WAFAKYLWE WAS VR FSWLS LLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNRTCI PI PS SWAFAKY LWE WAS VR FSWLS LLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi| 3551298 | dbj |BAA32 856.1| envelope protein [Hepatitis B virus] 
Length = 400 

Score = 321 bits (823), Expect = 6e-87 

Identities - 181/226 (80%), Positives = 184/226 (81%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENI AS GLLGPLLVLQAGFF LTKILTI PQSLDSWWTSL+FLGG VCLGQNSQSQISSH 
Sbjct: 175 MENI ASGLLGPLLVLQAGFFS LTKI LT I PQS LDSWWTSLS FLGGT PVCLGQNSQSQI SSH 234 
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Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMYLRRFIICLCILLLCLI FLLVLLDYQGMLPVCPLI PGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAK+LWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKFLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWYWGPSLYNI LSPFMPLLPI FFCLWVYI 400 



□ > qi | 2627022 | dbj | BAA23468 . 1 1 large surface protein [Hepatitis B virus] 
Length = 400 

Score = 321 bits (823), Expect = 6e-87 

Identities = 180/226 (79%), Positives = 181/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MEN IAS G LGPLLVLQAGFF LTKILTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MEMIASGFLGPLLVLQAGFFSLTKILTIPQSLDSWWTSLNFLGGTPVCLGQNSQSQISSH 2 34 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGML VCPLI 

Sbjct: 235 SPTCCPPICPGYRWMCLRRFI I FLCILLLCLIFLLVLLDYQGMLAVCPLI PGSSTTSTGP 2 94 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 18 0 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVTWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMW+WGPSLYN LSPFMPLLPI FFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWYWGPSLYNTLSPFMPLLPI FFCLWVYI 400 



□ > qi | 18252562 | gb | AAL6632 8 . 1 1 HBsAg [Hepatitis B virus] 
Length = 389 

Score = 321 bits (823), Expect = 7e-87 

Identities = 181/226 (80%), Positives = 182/226 (80%) 



Query: 


1 


MENIASGLLGPLLVLQAGFFLLTKILTI PQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 


60 






MENIASGLLGPLL LQAGFF LTKILTI PQSLDSWWTSLNFLGG VCLGQNSQSQISSH 




Sbjct: 


164 


MENIASGLLGPLLALQAGFFSLTKILTIPQSLDSWWTSLNFLGGT PVCLGQNSQSQISSH 


223 


Query: 


61 


SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 


120 






SPTCCPPICPGYRWM DYQGMLPVCPLI 




Sbjct: 


224 


S PTCCPPICPGYRWMCLRRFI I FLCI LLLCL I FLLVLLDYQGMLPVCPLI PGSSTTSTGP 


283 


Query: 


121 


XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 


180 






PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLS LVPFV 




Sbj ct : 


284 


CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSSLVPFV 


343 


Query: 


181 


QWFVGLSPTVWLSVIWMMWFWGPSLYNI LSPFMPLLPI FFCLWVYI 22 6 





QWFVGLSPTVWLSVIWMMW+WGPSLYNILSPFMPLLPI FFCLWVYI 
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Sbjct: 344 QWFVGLS PTVWLSVIWMMWYWGPSLYNILSPFMPLLPI FFCLWVYI 389 



□ > qi | 323462 98 | qb | AA041327 . 1 1 preSl/preS2 surface protein [Hepatitis B virus] 
Length = 400 

Score = 321 bits (822), Expect = 8e-87 

Identities = 181/226 (80%), Positives = 182/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENI SGLLGPLL LQAGFF LTKILTIPQSLDSWWTSL+FLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIVSGLLGPLLALQAGFFSLTKILTIPQSLDSWWTSLSFLGGT PVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILS PFMPLLPI FFCLWVYI 226 

QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVY I 
Sbjct: 355 QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVYI 400 



□ > qi | 6566441 1 dbj | BAA88287 . 1 1 L protein [Hepatitis B virus] 
Length = 400 

Score = 321 bits (822), Expect = 8e-87 

Identities = 181/226 (80%), Positives = 183/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFF LTKILTIPQSLDSWWTSL+FLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFS LTKILT I PQSLDSWWTSLSFLGGT PVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 12 0 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI FFCLWVYI 226 

QWFVGLS PTVWLSVIWMMWFWGPS LYNI LS PFMPLLPI F CLWVY + 
Sbjct: 355 QWFVGLS PTVWLSVIWMMWFWGPS LYNI LSPFMPLLP I FLCLWVYM 400 



□ > qi | 6006342 | dbj |BAA84834 . 1 1 envelope protein [Hepatitis B virus] 
Length = 400 

Score = 320 bits (821), Expect = le-86 

Identities = 181/226 (80%), Positives = 182/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 
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MENIASGLLGPLLVLQAGFF LTKILTI PQSLDSWWTSLNFLG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFSLTKILTI PQSLDSWWTSLNFLGETPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGM PVCPLI 

Sbjct: 235 SPTCCPPICPGYRWMCLRRFII FLCILLLCLI FLLVLLDYQGMFPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CRTCTTPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMMW+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWYWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi | 18031716 1 qb | AAL56631 . 1 [ surface protein HBsAg [Hepatitis B virus] 
Length = 400 

Score = 320 bits (820), Expect = 2e-86 

Identities = 180/226 (79%), Positives = 183/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGT PVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPPICPGYRWMCLRRFII FLCILLLCLI FLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKP DGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CRTCTTPAQGTSMFPSCCCTKPMDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVI M+W+WGPSLYNILSPF+PLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIVMIWYWGPSLYNILSPFIPLLPIFFCLWVYI 400 



□ > qi | 32346302 | qb| AAQ41330. 1 1 preSl/preS2 surface protein [Hepatitis B virus] 
Length = 400 

Score = 320 bits (819), Expect = 2e-86 

Identities = 181/226 (80%), Positives = 183/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSL+ LG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLSSLGETPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCP PI CPGYRWMCLRRF I I FLCILLLCLI FLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 2 95 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCI PI PSSWAFAKYLWEWASVRFSWLSLLVPFV 354 
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Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTVWLSVIWMiynrtr+WGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWYWGPSLYNILSPFMPLLPIFFCLWVYI 400 



□ > qi 1 138793 | sp| P17397 | VMSA HPBVI MAJOR SURFACE ANTIGEN PRECURSOR 

qi | 73572 |pir | | SAVL J3 large surface antigen - hepatitis B virus (subtype adw, stra 
Indonesia/pIDW420) 
Length = 389 

Score = 320 bits (819), Expect = 2e-86 

Identities = 182/226 (80%), Positives - 182/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFF LTKILTIP SLDSWWTSLNFLG VCLGQNSQSQISSH 
Sbjct: 164 MENIASGLLGPLLVLQAGFFSLTKILTIPLSLDSWWTSLNFLGETPVCLGQNSQSQISSH 223 

Query; 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCPPICPGYRWM DYQGMLPVCPLI 
Sbjct: 224 SPTCCPPICPGYRWMCLRRFI IFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 283 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 18 0 

PAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 2 84 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 343 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 
Sbjct: 344 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 389 



□ > qi | 32346306 | qb 1 AAQ41333 . 1 1 preSl/preS2 surface protein [Hepatitis B virus] 
Length = 400 

Score = 319 bits (818), Expect = 3e-86 

Identities = 181/226 (80%), Positives = 183/226 (80%) 

Query: 1 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLNFLGGPTVCLGQNSQSQISSH 60 

MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSL+FLGG VCLGQNSQSQISSH 
Sbjct: 175 MENIASGLLGPLLVLQAGFFLLTKILTIPQSLDSWWTSLSFLGGIPVCLGQNSQSQISSH 234 

Query: 61 SPTCCPPICPGYRWMXXXXXXXXXXXXXXXXXXXXXXXDYQGMLPVCPLIXXXXXXXXXX 120 

SPTCCP ICPGYRWM DYQGMLPVCPLI 
Sbjct: 235 SPTCCPQICPGYRWMCLRRFIIFLCILLLCLIFLLVLLDYQGMLPVCPLIPGSSTTSTGP 294 

Query: 121 XXXXXXPAQGTSMFPSCCCTKPTDGNCTCIPIPSSWAFAKYLWEWASVRFSWLSLLVPFV 180 

PAQGTSMFPSCCCTKPTDGNCTCIPIP SWAFAKYLWEWASVRFSWLSLLVPFV 
Sbjct: 295 CKTCTTPAQGTSMFPSCCCTKPTDGNCTCI PIPLSWAFAKYLWEWASVRFSWLSLLVPFV 354 

Query: 181 QWFVGLSPTWLSVIWMMWFWGPSLYNILSPFMPLLPIFFCLWVYI 226 

QWFVGLSPTWLSVIWMMWFWGPSLYNILSPF+PLLPIFFCLWVYI 
Sbjct: 355 QWFVGLSPTVWLSVIWMMWFWGPSLYNILSPFIPLLPIFFCLWVYI 400 
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Database: All non- redundant GenBank CDS 

translations+PDB+SwissProt+PIR+PRF excluding environmental samples 

Posted date: Jul 27, 2004 1:19 AM 
Number of letters in database: 648,848,450 
Number of sequences in database: 1,939,764 

Lambda K H 

0.328 0.142 0.536 

Gapped 

Lambda K H 

0.267 0.0410 0.140 



Matrix: BLOSUM62 

Gap Penalties: Existence: 11, Extension: 1 

Number of Hits to DB: 58,085,736 

Number of Sequences: 1939764 

Number of extensions: 2236794 

Number of successful extensions: 7523 

Number of sequences better than 10.0: 462 

Number of HSP's better than 10.0 without gapping: 461 

Number of HSP's successfully gapped in prelim test: 1 

Number of HSP's that attempted gapping in prelim test: 6654 

Number of HSP's gapped (non-prelim): 473 

length of query: 226 

length of database: 648,848,450 

effective HSP length: 121 

effective length of query: 105 

effective length of database: 414,137,006 

effective search space: 43484385630 

effective search space used: 43484385630 



T: 


11 








A: 


40 








XI: 


: 15 


( 7. 


. 1 


bits) 


X2: 


: 38 


(14. 


. 6 


bits) 


X3: 


: 64 


(24. 


.7 


bits) 


SI: 


: 40 


(21. 


.7 


bits) 


S2: 


: 72 


(32. 


.3 


bits) 
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